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ALK.h (EGF Pkinase )

6680680.m (EGF Pkinase )
34862507.m (EGF Pklnase )

LTK. h EGF Pkina, (2

6713.m (E F Pkinase )

6678738 m (EGF Pkinase )
17563252.w (EGF Pkinase )

[~ 21358251f (EGF Pklnase
31240083.i (Fz P& e) )
ROS.h (fn3 fn3 fn3 fn3 fn3 fn3 fn3 Pkinase % .
33859614.m (fn3 fn3 fn3 fn3 fn3 fn3 fn3 fn3 fn3 Pkinase )
6981480.m (fn3 fn3 fn3 fn3 fn3 fn3 fn3 Pkinase )

24641176.f (fn3 fn3 fn3 fn3 fn3 fn3 Pkinase )
31204393.i (fn3 fn3 Pkinase )
31239007.i (Pkinase )
6754360.m (Recep_L_domain Furin-like PSI Recep_L_domain fn3 Pkinase )
8393621.m (Recep_L_domain Furin-like PSI Recep_L_domain fn3 Pkinase )

Recep L _domain Furin- Ilke PSI EGF Recep_L_domain fn3 Pkinase )
150787.w (Recep_L_domain Furin-like Récep_L_domain fn3 Pkinase )
24648768 f (Recep_| L domain Furin-like Recep_L_domain fn3 fn3 Pkinase )
31239433.i (Recép_L_domain Furin-like Recép_L_domain fn3 Pkinase )
GF1R.h (Recep_L_domain Furin-like Recep_L_domain fn3 3 Pkinase )
1th 1gf1 (Pkinase)

1m7n _ILGF1 (Pkinase )
33859572.m (Recep_L_domain Furin-like Recep_L_domain fn3 fn3 Pkinase )

16258823.m (Recep_L_domaln Furin-like Recep_L domain fn3 fn3 Pkinase )
23308649.d (Recep_ L~ domain Furin-like Recep__domain fn3 Pkinase )
23308651 d (Recep_L_domain Furin-like Recep_L_domain fn3 Pkinase )
(Recep_L_domain Furin-like Recep_L_domain fn3 fn3 Pkinase )
6754362 m (Rece L_domain Furin-like Recep_L_domain fn3 Pkinase )
h (ig ig fﬁ3‘fn3 Pkinase )
31542164 m (ig ig fn3 fn3 Pkinase
34855369.m (ig ig fn3 fn3 Pkinase
1 7106355.m (|? |é; fn3 fn3 Pkinase I\)I
MER h (|g |g n3 fn3 Pkinase SAM )
ggf %fn3 fn3 Pkinase )
YROS h (|g |g fn3'Tn3 Pkinase )
8394496 m (ig ig fn3 fn3 klnas g
9507219 m (ig ig fn3 fn3 Pkinase SAM )
18858567, d_p ig fn3 Pkinase (g
ema PSI TIG TIG TIG Pkinase )
6678868.m (Sema PSI EGF TIG TIG TIG Pkinase )
| 13928700.m (Sema PSI EGF TIG TIG TIG Pkinase )
34854919.m (Sema PSI EGF TIG TIG TIG Pkinase
34859483.m (Sema PSI EGF TIG TIG TIG Pkinase
34883259 m (Sema PSI EGF TIG TIG TIG Pkinase )
ON.h (Sema PSI TIG TIG TIG Pkinase )
34865985 méSema Furin-like PSI TIG TIG TIG Pkinase )
6677765.m (Sema Furin-like PSI TIG TIG TIG Pkinase )
— ——17539772.w (Pkinase ) .
17565490.w (Fz Pkinase )
38090059.m IQN’IF Pkinase )
RYK.h (WIF Pkinase )

34865825.m (WIF Pkinase )
25146853.w (WIF Pkinase )

5
_ | 21687180.f (Pkinase )
24653259.f (WIF Pkinase )
31217493 i (Pklnase )
('\:NIF Pkinase )
24585175 f (WI kinase )
31224553.1 (WIF Pkinase )
|l7569805 w (Sema Pkinase )
7569803.w ﬁ: ema Pkinase )
17137372 f (Fz Kringle Pkinase )
31199671.i (Fz Kringle Pkinase )
MUSK_h (ig ig ig Fz Pkinase )
1luf MuSK ((Pklnas

6754896.m (ig ig ig F)z Pkinase )

13592003.m (ig ig ig Fz Pkinase ) .
I 25146927.w (Pkinase )

28893571.m (SH3 Pkinase )

TRKA.h (ig Pkinase )
28491899.m (EGE GHMP_kinases Pkinase )
11024666.m (|g Pklnase)‘
TRKB. hil e)
6981294.m (|g Pkmase)
TRKC.h (i gg Pkinase )
33413412°'m (Recep L_domain ig Pkinase )
- 9506939.m S?Rece L_domain ig Pkinase )
FFS "F8_type_C Pkinase’)
6978585 m F5 F8 _type C Pkinase )
6680828 m (F _type_C Pkinase )
g e C Pkinase )
1393736 .m (F5‘_ 8_Type_C Pkinase )
§17551608.w EFS F8_type_C Pkinase 3
117551610.w (F5_F8_type_C Pkinase
RORL1.h (i gg Fz Kringle Pkinase )
31560493'm (ig Fz Kringle Pkinase )
ROR2.h (i (7% Fz Kringle Pkinase )
34873879.m (ig Fz Kringle Pkinase )
31543600 m %% Fz Kringle Pkinase )
597.w (ig Fz Kringle Pkinase )
5 46659.w (ig Fz Kringle Pkinase )
17136878.f (Fz Kringle Pkinase )
31216714.i (Fz Kringle Pkinase )

LMRl h (Pkinase )
34875703.m lg Pkinase )

6680610.m (Pkinase )

LMR2.h (Pkinast F) .
38081580.m (Pkinase )

L[ﬂdRS.h nginaser; .
79262.m (Pkinase )

CCK4.h (ig ig ig ig ig ig ig Pkinase
4|'Lso425051g.g gglggngglg?g igig Pkl)nase)
[ 246528731 (ig ig ig ig ig Pkinase
——31227030.i {ig ig ig ig ig Pkinase
17509593.w (Pkinase )

17508237.w (Pkinase )
25146939.w (Pki

17565898.w (HIS kinase Pkinase )
17535347.w (PKI 5)6 712.w (Pkinase )
—— w (Pkinase
17535345.w (Pkinase )

17535101.w (Pkinase )
25144024w Pkinase )

32564384.w (|g ig ig ig Pkinase )
17568305.w (ig i |g ig ig Pkinase ))

175683 1.w (ig ig ig Pkinase

17535589.w (Pkinase )

17535587.w (Hpr_kinase_C Pkinase )
17562610.w EPklnase g
25146692.w (Pkinase
25146689.w (Pkinase )

17531687.w (Pkinase )

17ED194 i [Plinana \




besttree root.ph Wed Mar 309:29:452004 Page?2of 4

25146692.w (Pkinase §
B 25146689.w (Pkinase )
17531687.w (Pkinase )

25145913.w (Pkinase )
_I—i_—z w (PKinase )
4125146843.w (Pkinase )

s
w (fn inase
8178.w klnase )
RET.h (Fz Cadherin Funn Ilke PSI Pkinase )
39930333.m (Fz Cadherin Pkinase )
34858371 m (Fz Cadherin PSI Pklnase)

7719.m (Fz Cadherin Furin-like PSI Pkinase )
31880065 d (Cadherin Pkinase
17137004.f {Cadhenn PSI Pkinase g

24585602.f (Cadherin PSI Pkinase
24585604.f (Cadherin PSI Pkinase
24585606 f {Cadherln PSI Pkinase 3
é adherin PSI Pkinase )
31237635|(P | Pkinase )

17531243.w (Pkinase )

17136542.f (fn3 Pkinase )
31213893.i (Pkinase )

L 37564597.w (SH3 Pkinase )

24581392 f (Pkinase
24581394 f (Pkinase

35994.i (Pkinase )

21356273 f (Cadherln Pkinase’)
31240899.i (Cadherln Pkmase)
57801 (Pkinase )
31217881 i (Pkmase)
KDR.h (ig ig ig ig ig ig ig Pklnaske)
27777648.m (ig ig ig ig ig ig ig Pkinase
6981128.m (|(g€?gE?gg|g£?g€%g€?g%klnase ) )
1vr2 VEGFR (Pkinase )
24233567.d (ig ig ig ig ig ig Pkinase )
FLT4 h (ig ig ig.ig ig ig Pkinase
5869 %gglgglgglg ig ig Pk)lnase)
34870472 m (ig ig ig ig ig ig Pkinase )
6679&13 .m(ig'ig 19 19 19 |gl1( kinase )
T1 ig ig ig ig ig ig Pkinase
3432818{) mg(lg .8 .8 .3 .S ig ig Pklkn)ase )
11276093 m g ig I ig Pkinase
é% ggqg%%g%%nase )
668 (I(g igig i |g Pklnase)
19 19 1g PKinase )

34932022 m
18858477.d (ig i |% ig ig Pkmase)

KIT.h (ig Pkina:

10863917.m (ig TIG |%Pk|nase Hpr_kinase_N )
11560079.m (ig ig ig Pkinase
18858927.d (ig Ig |)g Pkinase )

[FLT3.h (ig Pkinase
1(6753888.m (ig Pkinase )
34870259.m (ig Pklnase)
PDGFRa.h (ig ig ig Pkinase )
6755012, m%g ig'ig 1g Pklnase)
34877239.m (ig ig ig ig Pkinase )
33636687 d (|g 1919 1g Pkinase )
GFRb.h (ig ig Pkinase )
29789275 m (|g ig 1g Pkinase )
9.m (i ig |%Pk|nase)
27681125 m (gg 1g 1g Pkinase )
24582749.f (ig ig ig ig ig i Pkinase
24582751.f {lgg; .8 |g .S |g |gg; kinase ) )
28574575.f (ig ig ig ig ig ig Pkinase

» 121222183.i (Pkinase )
31211913.i (ig ig ig ig ig ig Pkinase
FGFR1.h (ig ig ig Pkina: (g % 9191919 )
6753856.m'__\§|£; |g ig Pklnase)
lagw_FGFRT (Pkinase )
13162333.m (ig ig |g Pkinase )
23308617.d (ig ig ig Pkinase )
FGF 3 h (ig ig ig Pkinase )
(gg 19 ig Pkinase )
6679787 m (fn3 ig ig ig Pkinase )
18858679.d (ig'ig'1g 1g Pkinase )
18858677.d (ig ig |%Pk|nase)
302312h54 d(igg II? kinase
FGFR2 Pkinase
1gjo_F k% ?P%na se ) )
6753 58 m (ig ig ig Pkinase )
34859412.m (ig'ig ig Pkinase )
'17865331 m Lg igig Pkinase )
|g ig ig Pkinase )
6679789 m (ig ig |gPPk|nase )
34873797 m (ig'ig’Ig Pkinase )
153127.w (|%|g ig Pkmase)
24647817 f(ig
24647819.f (ig Pklnase
2464782f1f ig PklnasE
24664073.f (ig | ig Pkinase
31207649.i (ig |§;qggP%n%se )
TIE1 h (i E;% EGF EGF ig fn3 fn3 fn3 Pkinase )
m (ig EGF EGF ig fn3 fn3 fn3 Pkinase )
3487 845. m (Ig Furln Ilke EGF EGF EGF ig fn3 fn3 fn3 Pkinase )
6755785.m (ig F EGF ig fn3 fn3 fn3 Pklnase)
TIE2.h (3 EGF EGF EGF fn3 fn3 fn3 Pkin 2,
27806791.m (EGF EGF EGF ig fn3 fn3 fn3 kinase )
1fvr TIE2 (Pkinase )
8567412.m (EGF EGF fn3 fn3 fn3 Pklnase%
18859479 (EGF Furin-like EGF ig fn3 fn3 fn3 Pkinase )
. BRK.h (SH3 SH2 Pkinase F)
| l-34861104 (SH3 SH2 Pkinase )
66779 SH3 SH2 Pkinase )
SRM.h (SH3 & Pkinase )
; E[34861110 m (SH3 SH2 Pkinase )
31981477.m (SH3 SH2 Pkinase’)
31542823.m (SH3 SH2 Pkinase )
_li 13242263.m (SH3 SH2 Pkinase’)
FRK.h éSHS SH2 Pki F}
17508235.w (SH3 SH2 kinase )
17136690.f (SH3 SH2 Pkinase
| 24585924.f (SH3 SH2 Pkinase
31216963.i (SH3 SH2 Pkinase )
FGR.h (SH3 SH2 Pkinase )
40254761.m g H3 SH2 Pkinase )
31542816.m (SH3 SH2 Pkinase )
FYN.h (SH3 SH2 Pkinase )
6978863.m (SH3 SH2 Pkinase )
6679879.m (SHS SH2 Pkinase )
YES.h (SH3 SH2 Pkinase )
6678617.m (SH3 SH2 Pklnase )
34878311. m (SH3 SH2 Pkinase )

2ptk_TKP (SH3 SH2 Pkinase )
SRC.h (SH3 SH2 Pkinase )

17532317.w (SH2 Pkinast¢
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2ptk_TKP (SH3 SH2 Pkinase )

I_ SRC.h (SH3 SH2 Pkinase )

Tksw_TKS (S 3 SH2 Pkinase )

1fmk_SRC (SH3 SH2 Pkinase ))

6678129.m (SH3 SH2 Pkinase

14010835 m (SH3 SH2 Pkinase )

1 K.h'(SH3 SH2 Pkinase’)
34875191 m SH3 SH2 Pkinase )
31982490.m 3 SH2 Pkinase )

HCK.h (SH3 SHZ Pklnase)

1qcf_HCK (SH3 SH2 Pkinase )

34734058.m (SH3 SH2 Pkinase
34734056.m (SH3 SH2 Pkinase
LYN.h (SH3 SH2 Pkinase )
13540677.m (SH3 SH2 PKinase )
33859588.m (SH3 SH2 Pkinase )
34871627.m (SH3 SH2 Pkinase )
33859570.m (SH3 SH2 Pkinase )
1gpc_LCK (Pkinase )

LCK.h (SH3 SH2 Pkinase )

ACK.h (SAM Pkinase SH3)

[27806931 m SSAM Pkinase SH3)

34869253.m (SAM Pkinase )
20892325 méPklnase SH3)

7948995.m (Pkinase SH3)

K1.h (Pkinase SH3 L
31560013 m (Pkinase SH3)
34870991.m (Pkinase SH3))
17549929.w (Pkinase SH3)
17549931.w (Pkinase SH3
32566312.w (Pkinase SH3
21356021.f (Pkinase SH3
31240647.i (Pkinase SH3

24657868 ﬁHs SH2 Pkinase )
31217951.i (SH3 SH2 Pkinase )

25150323.w (SH3 SH2 Pkinase ) .
17509999.w (SH3 SH2 Pkinase )

| I32563679.w (SH3 SH2 Pkinase )

L 132566642.w (fn3 fn3 fn3 Pkinase )

132566646.w (fn3 fn3 fn3 Pkinase )

BTK.h (PH BTK SH3 SH2 Pkinase )
7709994.m (PH BTK SH3 SH2 Pkinase )
34881511.m (PH BTK SH3 SH2 Pkinase )
lk2§<_hBTK (Pklnase%
BTK SH2 Pkinase )
_Ll 48800 8.m (PH BTK SH2 Pkinase )
6753196.m (PH BTK SH2 Pkinase )
TEC.h (PH BTK SH3 SH2 Pkmase&
34877298.m (PH BTK SH3 SH2 Pkinase )
34880171.méPH BTK SH3 SH2 Pkinase )
7305569.m (BTK SH3 SH2 Pkinase )
TXK.h (SH3 SH2 Pkinase )
7305601.m (SH3 SH2 Pkinase )
— 38079278.m (Pkinase %
34877399.m (SH3 SH2 Pkinase )
34880173.m (SH3 SH2 Pkinase )
ITK.h (PH BTK SH3 SH2 Pkinase)
34871240. mr_gPH BTK SH3 SH2 Pkinase )
6754386 m ( H BTK SH3 SH2 Pkinase )
(PH BTK SH3 SH2 Pkinase )
17136510 f (PH BTK SH3 SH2 Pkinase )
24582764.f (PH BTK SH3 SH2 Pkinase )
17136512.f (SH3 SH2 Pkinase )
24582767 f (SH3 SH2 Pkinase )
312 0. (SH3 SH2 Pkinase )
ABL.h (SHS SHZ Pklnase) (SH3 SH2 Pkinase )
ARG.h (SH3 SH
38073524. mé H3 SH2 Pklnase )
1lopl_TK (SH3 SH2 Pkinase )
lopk ABL1 (SH3 SH2 Pklnase)
34853562.m (SH3 SH2 Pkinase )
34861357, méSH3 SH2 Pkinase )
33859504.m (SH3 SH2 Pkinase )

1fpu ABL Pkinaseg )
24665444.f (SH3 SHZ Pkinase )

' 31212217.i (I H3 SH2 Pklnaseg X
108.w (SH3 SH2 Pkinase )

2514
—|25147104 w (SH3 SH2 Pkinase
25147111.w (SH3 SH2 Pkinase
JCSK.h (SH3 SH2 Pkinase ) . .
31199701.i (fn3 Pkinase )

31560712.m ((SHS SH2 Pkinase )
34863591.m (SH3 SH2 Pkinase’)
1k9a_C CSK §SH3 SH2 Pkinase )
2.i (SH2 Pkinase )
24646020 f SSHZ Pkinase
24646022.f (SH2 Pkinase
24646024.f ESHZ Pkinase 3
24646026.f (SH2 Pkinase
28573084.f (SH2 Pkinase )
CTK.h (SH3 SH2 Pkinase )
_[11177904 m (SH3 SH2 Pkinase )
6754646.m (SH3 SH2 Pkinase )
GFR héRecep dom)am Furin-like Recep_L_domain Pkinase )

GFR (Pkin

25742617 m Recep_ L_domain Furin-like Recep_L_domain Pkinase
Rece 7L7domaln Furin-like Recep_L_domain Pkinase

H3%%(‘)2318133 d (Recep_L_domain Furin-like Recep_L_domain Pkinase )

H|§32332b5 m (Recep_L_domain Furin-like Recep_L_domain Pkinase )

11067415. mF\gRecepBé_idomaln Furin-like Recep_L_domain Pkinase )

17432904.m SRecep_ L_domain Furin-like Recep_L_domain Pkinase
38091005.m (Recep_L_domain Furin-like Recep_L_domain Pkinase
6697.w (Recep_L_domain Furin-like Recep_L_domain EGF Pkinase )
17136534.f (Recep_L domain Furin-like Recep_L_domain Pkinase )
17136536.f % ecep_L_domain Furin-like Recep_L_domain Pkinase )
31211929 i( ecep‘L “domain Furin-like Recep_ "L “domain Pkinase )
ecep_L_domain Furin-like Recep_L_domain Pkinase )

1927.i
1 EZAP70 .h (SHZ SH2 GL!MP kinases Pkinase )

34875595.m (SH2 SH2 Pkinase )
31981916 m (SH2 SH2 GHMP_kinases Pkinase )

% H2 SH2 Pkinase )
675570 m (SH2 SH2 Pkinase )
6981620.m ?SH SH2 Pkinase )
—24654064.f (SH2 SH2 Pklnase )
] ——31204949.i E(’SHZ SH2 e)
8188.w (Pkmase SH3)
24653266f Pkinase SH3
24653268.f (Pkinase SH3
31198427 i (Pklnase SH3 )
JAK1.h (SH2 Pkinase Pkinase )
22164788 m (SH2 PI3_Pl4_kinase Pkinase Pkinase )
34869913.m (SH2 Pkinase Pkinase )
TYK2.h (SH2 Pkinase Pkinase )
27663656.m (SH2 Pkinase Pkinase )
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34869913.m (SH2 Pkinase Pkinase )
TYK2.h (SH2 Pkinase Pkinase )
27663656.m (SH2 Pkinase Pkinase )
9055372.m %SHZ_ Pkinase Pkinase )
JAK2.h (SH2 Pkinase Pkinase )
13928696.m (SH2 Pkinase Pkinase )
6680508.m (SH2 Pkinase Pkinase )
18858917.d (SH2 Pkinase Pkinase )
JAK3.h (SH2 Pkinase Pkinase )
6981114.m (SH2 SAM Pkinase Pkinase )
6754394.m (SH2 Pkinase Pkinase )
_:24641273,.%3;—12 Pkinase )
31221876.i (Pkinase )

FAK.h (Pkinase Focal AT SAM%
6679741.m (Pkinase Focal AT SAM
6981440.m (Pkinase Focal_AT SAM
38488741.d (Pkinase Focal_AT)
18858661.d (Ephrin_lbd Pkinase Focal_AT )

24655701.f (Pkinase Focal_AT
24655706.f (Pkinase Focal_AT
24655711 f &F}klnase Focal AT)
31201161.i (Pkinase Focal_AT )

25144005.w (Pkinase Focal AT
25144008.w (Pkinase Focal_AT

PYK2.h (Pkinase Focal_AT SAM )
_IZ7369678.m (Pkinase Focal AT SAM)
8393032.m (Pkinase Focal_AT SAM)

FER.h (FCH SH2 Pkinase )
6679773.m (SH2 Pkinase’)

FES.h (FCH SH2 Pkinase ).
33859552.m (FCH SH2 Pkinase )

34857370.m (Pkinase )

24645330.f (FCH SH2 Pkinase )

24645332 f EFCH SH2 Pkinase )

24645334.f (SH2 Pkinase )

24645336.f (SH2 Pkinase )

31208911.i (SH2 Pkinase )

17542782.w (SH2 Pkinase )

17542230.w (SH2 Pkinase )
17542868.w (SH2 Pkinase )

40254281.m (Pkinase )

r 17534145.w (SH2 Pkinase
17539630.w (SH2 nginase ) )
25141286.w (SH2 Pkinase )
17542722.w (SH2 Pkinasé )

- 32566413.w (SH2 Pkinase )
17541902.w (SH2 Pkinase )
17542548.w (SH2 Pkinase )
17544596.w (SH2 Pkinase’)
17508735AWéSH2 Pkinase )
32563673.w (SH2 Pkinase )

17543562.w (SH2 Pkinase )
17542550.w (SH2 Pkinase )
17544060.wéSH2 Pkinase )
17541452.w (SH2 Pkinase )
17542736.w (SH2 Pkinase))
17541406.w (SH2 Pkinase
32563677.w (SH2 Pkinase )
17540892.w (SH2 Pkinase )
17508233.w 'gSHZ Pkinase )
17537903.w (SH2 Pkinase )
[ 17511023.w (SH2 Pkinase )
17535461.w (SH2 Pkinase )
17538708.w (SH2 Pkinase )

17505885.w (SH2 Pkinase
¢ ) J17544448.w (SH2 Pkinase
117544472.w ESHZ Pkinase 3

17539452.w (SH2 Pkinase
17553726.w (SH2 Pkinase ) .
32564575.w (SH2 Hpr_kinase_C Pkinase )
17541456.w (SH2 Hpr_kinase_C Pkinase )
17541450.w (SH2 Pkinase )
17506773.w (SH2 Pkinase
17538768.w (SH2 Pkinase
EgphAl.h (1Ephrin |bd EGF Furin-like fn3 fn3 Pkinase SAM % X
1980651.m (Ephrin_Ibd Furin-like EGF fn3 F5_F8_type_C fn3 Pkinase SAM )
34855604.m (Ephrin_Ibd EGF Furin-like fn3 F5_F8_type_C fn3 Pkinase SAM )
EphA2.h (Ephrin_Ibd fn3 fn3 Pkinase SAM
34872522.m (Ephrin_lbd EGF fn3 fn3 Pkinase SAM )
32484983.m (Ephrin__Ibd fn3 fn3 Pkinase SAM )
E{)hA3.héEphrin Ibd Furin-like fn3 fn3 Pkinase SAM )
31982448.m (Ephrin_lbd Furin-like fn3 fn3 Pkinase SAM )
34867401.m (Eéahri_nflbd Furin-like fn3 fn3 Pkinase SAM
13928766.m (Ephrin_Ibd Furin-like fn3 fn3 Pkinase SAM
Eé)hAS.h (Ephrin_lbd fn3 fn3 Pkinase SAM )
6679659.m FEphrln_Ibd fn3 Pkinase SAM )

17505883.w ESHZ Pkinase g

34876735.m (Ephrin_lbd fn3 fn3 Pkinase SAMS)
EphA6.h (Ephrin_Tbd EGF fn3 fn3 Pkinase SAM )
6679661.m (Eghrin Ibd EGF fn3 fn3 Pkinase SAMN?
20893175.m ( )

34876933.m (fn3 fn3 Pkinase SAM ) .
34328113.m (Ephrin_lbd Furin-like fn3 fn3 Pkinase SAM )
24119222.d El]:ghrir_lilbd EGF fn3 fn3 Pkinase SAM ) .
24308430.d (Ephrin_Ibd EGF fn3 fn3 P-mevalo_kinase Pkinase SAM )
EghA7.h;Ephrin Ibd EGF Furin-like fn3 fn3 Pkinase SAM )
19705437.m (Ephrin_lbd EGF Furin-like fn3 fn3 Pkinase SAM )
34328170.m I(EEph_rin Ibd EGF Furin-like fn3 fn3 Pkinase S_AMA
EphA8.h (Ephrin_Tbd EGF fn3 fn3 Pkinase H-kinase_dim SAM )
34872126.m (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
6679663.m (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
EphA10.h (%Phrin Ibd Furin-like fn3 fn3 Pkinase SAM )
34871174.m (fM3 fn3 Pkinase SAM )
EghBl.hlnghrin Ibd EGF Furin-like fn3 fn3 Pkinase SAM )
40254274.m (Ephrin_Ibd EGF Furin-like fn3 fn3 Pkinase SAM )

27721289.m (Ephrin_Ibd EGF Furin-like fn3 fn3 Pkinase SAM )
EphB3.h (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
33859548.m (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
34869730.m (Ephrin_lbd EGF fn3 fn3 Pkinase SAM )
EphB4.h (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
31560596.m (Ephrin_lbd Furin-like fn3 fn3 Pkinase SAM )
18859329.d (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
18858599.d (Ephrin_lbd EGF Furin-like fn3 fn3 Pkinase SAM )
40538750.d (E%hrin Ibd EGF Furin-like fn3 fn3 Pkinase SAM )
EphB6.h (Ephrin_lbd EGF Furin-like fn3 fn3 Pkinase SAM )
31982461.m'§Ephrin Ibd Furin-like fn3 fn3 Pkinase SAM )
EphB2.h (Ephrin_lbd EGF fn3 fn3'P-mevalo_kinase Pkinase SAM )
38078900.m (Ephrin_lbd EGF fn3 fn3 P-mevalo_kinase Pkinase SAM )
1jpa_Eph (P-mevalo_kinase Pkinase )
34872119.m (P-mevalo_kinase Pkinase SAM )
31203311.i (Ephrin_Ibd EGF fn3 fn3 Pkinase SAM )
17535163.w (Ephrin_lbd EGF fn3 fn3 Pkinase
17535165.w (Ephrin_lbd EGF fn3 fn3 Pkinase




